Complete DNA sequence of the 1507 maize insert
Region 1
Maize genomic (no significant homology)

    1
ACTAGTTTCC TAGCCCGCGT CGTGCCCCTA CCCCACCGAC GTTTATGGAA

   51
GGTGCCATTC CACGGTTCTT CGTGGCCGCC CCTAAGGATG TAAATGGTCG

  101
GTAAAATCCG GTAAATTTCC GGTACCGTTT ACCAGATTTT TCCAGCCGTT

  151
TTCGGATTTA TCGGGATATA CAGAAAACGA GACGGAAACG GAATAGGTTT

  201
TTTTTCGAAA ACGGTACGGT AAACGGTGAG ACAAACTTAC CGTCCGTTTT

  251
CGTATTTCTC GGGAAACTCT GGTATATTCC CGTATTTGTC CCGTATTTTC

  301
CCGACCCACG GACCTGCCAA TCAACCATCA GCCAGTCAGC CCATCCCCAC

  351
AGCTATGGCC CATGGGGCCA TGTTGGCCAC ATGCCCACGC AACGCAAGGC

  401
AGTAAGGCTG GCAGCCTGGC ACGCATTGAC GCATGTGGAC ACACACAGCC

  451
GCCGCCTGTT CGTGTTTCTG TGCCGTTGTG CGAGACTGTG ACTGCGAGTG

  501
GCGGAGTCGG CGAACGGCGA GGCGTCTCCG GAGTCTGGAC TGCGGCTGTG

  551
GACAGCGACG CTGTGACGGC GACTCGGCGA AGCCCCAAGC TACCAAGCCC

  601
CCAAGTCCCC ATCCATCTCT GCTTCTCTGG TCATCTCCTT CCCCTGGTCG

  651
ATCTGCAGGC GCCAGACCG  669

Region 2
Undescribed maize genomic sequence (complement)





670 G CCGAAGCATC ACGAAACGCA CTAAGACCTC
  701
GAAGGAGTCA AACCACTCCT CCGAGGCCTC GGGGGCTACA CCCGGCGGGT

  751
GCGCTCGCGC GCACCCACCG GAACAAAATG TAACCGAGAA AGGTCGGTCC

  801
CCTTGCAAAA AAAGTGCGAC AAAAGCCTCC AAGCGAGTAT TAACACTCAC

  851
TTTGAGGCTC GGGGGCTAC  869

Region 3
Fragment of maize Huck-1 retrotransposon





870 T GTCGGGGACC ATAATTAGGG GTACCCCCAA
  901
GACTCCTAAT CTCAGCTGGT AACCCCCATC AGCACAAAGC TGCAAAGGCC

  951
TGATGGGTGC GATTAAGTCA AGGCTCGGTC CACTCAAGGG ACACGATCTC

 1001
GCCTCGCCCG AGCCCAGCCT CGGGCAAGGG CGGCCGACCC CGAGGATTCA

 1051
CGTCTCGCCC GAGGGCCCCC TCAAGCGACG GGCACACCTT CGGCTCGCCC

 1101
GAGGCCCATT CTTCGCCGAG AAGCAACCTT GGCCAGATCG CCACACCGAC

 1151
CGACCGTATC GCAGGAGCAT TTAATGCGAG GATCGCCTGA CACCTTATCC

 1201
TGACGCGCGC TCTTCAGTCG ACAGAGCCGA AGTGACCGCA ATCACTTCGC

 1251
CGCTCCACTG ACCGACCTGA CAAGAAGACA GCGCCGCCTG CGTCGCTCCG

 1301
ACTGCTGTGC CACTCGACAG AGTGAGGCTG ACAGCAGCCA AGTCCGGCCT

 1351
CGGGCGCCAT AGGAAGCTCC GCCTCGCCCG ACCCTAGGGC TCGGACTCGG

 1401
CCTCGGCTCC GGAAGACGAC GAACTACGCT TCGCCCGACC CCAGGGCTTG

 1451
GACTCAGCCT CGGCTCCGGA AGACGACGAA TTCCGCCTCG CCCGACCCCA

 1501
GGGCTCGGAC TCGGCCTCGG CTCCAGAAGA CGACGAACTC CGCCTCGCCC

 1551
GACCCCAGGG CTCGGACTCA GCCTCGGCTC CGGAAGACGA CGAACTCCGC

 1601
CTCGCCCGAC CCCAGGGCTC GGACTCAGCC TCGGCCTCAG ACGATGGTCT

 1651
CCGCCTCGCC CGACCCGGGG CTCGGACTCG A 1681

Region 4
Fragment of cry1F gene







 1682 CCTTTCTAT CGGACCTTGT
 1701
CAGATCCTGT CTTCGTCCGA GGAGGCTTTG GCAATCCTCA CTATGTACTC

 1751
GGTCTTAGGG GAGTGGCCTT TCAACAAACT GGTACGAATC ACACCCGCAC

 1801
ATTCAGGAAC TCCGGGACCA TTGACTCTCT AGATGAGATA CCACCTCAAG

 1851
ACAACAGCGG CGCACCTTGG AATGACTACT CCCATGTGCT GAATCATGTT

 1901
ACCTTTGTGC GCTGGCCAGG TGAGATCTCA GGTTCCGACT CATGGAGAGC

 1951
ACCAATGTTC TCTTGGACGC ATCGTAGCGC TACCCCCACA AACACCATTG

 2001
ATCCAGAGAG AATCAC 2016

Region 5
Fragment of maize chloroplast rpoC2 gene




  2017 TCAT TCTTCAAGAA CTGCATATCT TGCCGAGATC

 2051
CTCATCCCTA AAGGTACTTG ACAATAGTAT TATTGGAGTC GATACACAAC

 2101
TCACAAAAAA TACAAGAAGT CGACTAGGTG GATTGGTCCG AGTGAAGAGA

 2151
AAAAAAAGCC ATACAGAACT CAAAATCTTT TCCGGAGATA TTCATTTTCC

 2201
TGAAGAGGCG GATAAGATAT TAGGTGGCAG TTTGATACCA CCAGAAAGAG

 2251
AAAAAAAAGA TTCTAAGGAA TCAAAAAAAA GGAAAAATTG GGTTTATGTT

 2301
CAACGGAAAA AATTTCTCAA AAGCAAGGAA AAGTATT 2337

Region 6
Fragment of maize chloroplast or ubiZM1(2) promoter 








 2338 GTG GCTATTTATC

 2351
TATC

       2355 CGT

Region 7a
Fragment of pat gene


  2358 GCA GCTGATATGG CCGCGGTTTG TGATATCGTT AACCATTACA

 2401
TTGAGACGTC TACAGTGAAC TTTAGGACAG AGCCACAAAC ACCACAAGAG

 2451
TGGATTGATG ATCTAGAGAG GTTGCAAGAT AGATACCCTT GGTTGGTTGC

2501
  TGAGGTTGAG GGTGTTGTGG CTGGTATTGC TTACGCTGGG CCCTGGAAGG

2551
  CTAGGAAC 2558

Region 7b
Fragment of pat gene (complement)

           2559 CC TCAACCTCAG CAACCAACCA ATGGTATCTA TCTTGCAACC

 2601
TCTCTAGATC ATCAATCCAC TCTTGTGGTG TTTGTGGCTC TGTCCTAAAG

 2651
TTCACTGTAG ACGTCTCAAT GTAATGGTTA ACGATATCAC AAACCG 2696

Region 7c 
Fragment of cry1F gene (complement)









     2697 AGAG

 2701
AAGAGGGATC T 2711

Region 8 
Fragment of Polylinker


   2712 CGAAGCTTC GGCCGGGGCC CATCGATATC CGCGGGCATG

 2751
CCTGCAGTGC AGCGTGACCC GGTCGTGCCC CTCTCTAGAG ATAATGAGCA

 2801
TTGCATGTCT AAGTTATAAA AAATTACCA 2829

Region 9 
Full-length insert of PHI8999A

             2830 CAA CTGGAAGAGC GGTTACCCGG ACCGAAGCTT



‎ubiZM1(2) 
2863
CGGCCGGGGC CCATCGATAT CCGCGGGCAT GCCTGCAGTG CAGCGTGACC

2913
CGGTCGTGCC CCTCTCTAGA GATAATGAGC ATTGCATGTC TAAGTTATAA

2963
AAAATTACCA CATATTTTTT TTGTCACACT TGTTTGAAGT GCAGTTTATC

3013
TATCTTTATA CATATATTTA AACTTTACTC TACGAATAAT ATAATCTATA

3063
GTACTACAAT AATATCAGTG TTTTAGAGAA TCATATAAAT GAACAGTTAG

3113
ACATGGTCTA AAGGACAATT GAGTATTTTG ACAACAGGAC TCTACAGTTT

3163
TATCTTTTTA GTGTGCATGT GTTCTCCTTT TTTTTTGCAA ATAGCTTCAC

3213
CTATATAATA CTTCATCCAT TTTATTAGTA CATCCATTTA GGGTTTAGGG

3263
TTAATGGTTT TTATAGACTA ATTTTTTTAG TACATCTATT TTATTCTATT

3313
TTAGCCTCTA AATTAAGAAA ACTAAAACTC TATTTTAGTT TTTTTATTTA

3363
ATAATTTAGA TATAAAATAG AATAAAATAA AGTGACTAAA AATTAAACAA

3413
ATACCCTTTA AGAAATTAAA AAAACTAAGG AAACATTTTT CTTGTTTCGA

3463
GTAGATAATG CCAGCCTGTT AAACGCCGTC GACGAGTCTA ACGGACACCA

3513
ACCAGCGAAC CAGCAGCGTC GCGTCGGGCC AAGCGAAGCA GACGGCACGG

3563
CATCTCTGTC GCTGCCTCTG GACCCCTCTC GAGAGTTCCG CTCCACCGTT

3613
GGACTTGCTC CGCTGTCGGC ATCCAGAAAT TGCGTGGCGG AGCGGCAGAC

3663
GTGAGCCGGC ACGGCAGGCG GCCTCCTCCT CCTCTCACGG CACGGCAGCT

3713
ACGGGGGATT CCTTTCCCAC CGCTCCTTCG CTTTCCCTTC CTCGCCCGCC

3763
GTAATAAATA GACACCCCCT CCACACCCTC TTTCCCCAAC CTCGTGTTGT

3813
TCGGAGCGCA CACACACACA ACCAGATCTC CCCCAAATCC ACCCGTCGGC

3863
ACCTCCGCTT CAAGGTACGC CGCTCGTCCT CCCCCCCCCC CCCTCTCTAC

3913
CTTCTCTAGA TCGGCGTTCC GGTCCATGGT TAGGGCCCGG TAGTTCTACT

3963
TCTGTTCATG TTTGTGTTAG ATCCGTGTTT GTGTTAGATC CGTGCTGCTA

4013
GCGTTCGTAC ACGGATGCGA CCTGTACGTC AGACACGTTC TGATTGCTAA

4063
CTTGCCAGTG TTTCTCTTTG GGGAATCCTG GGATGGCTCT AGCCGTTCCG

4113
CAGACGGGAT CGATTTCATG ATTTTTTTTG TTTCGTTGCA TAGGGTTTGG

4163
TTTGCCCTTT TCCTTTATTT CAATATATGC CGTGCACTTG TTTGTCGGGT

4213
CATCTTTTCA TGCTTTTTTT TGTCTTGGTT GTGATGATGT GGTCTGGTTG

4263
GGCGGTCGTT CTAGATCGGA GTAGAATTCT GTTTCAAACT ACCTGGTGGA

4313
TTTATTAATT TTGGATCTGT ATGTGTGTGC CATACATATT CATAGTTACG

4363
AATTGAAGAT GATGGATGGA AATATCGATC TAGGATAGGT ATACATGTTG

4413
ATGCGGGTTT TACTGATGCA TATACAGAGA TGCTTTTTGT TCGCTTGGTT

4463
GTGATGATGT GGTGTGGTTG GGCGGTCGTT CATTCGTTCT AGATCGGAGT

4513
AGAATACTGT TTCAAACTAC CTGGTGTATT TATTAATTTT GGAACTGTAT

4563
GTGTGTGTCA TACATCTTCA TAGTTACGAG TTTAAGATGG ATGGAAATAT

4613
CGATCTAGGA TAGGTATACA TGTTGATGTG GGTTTTACTG ATGCATATAC

4663
ATGATGGCAT ATGCAGCATC TATTCATATG CTCTAACCTT GAGTACCTAT

4713
CTATTATAAT AAACAAGTAT GTTTTATAAT TATTTTGATC TTGATATACT

4763
TGGATGATGG CATATGCAGC AGCTATATGT GGATTTTTTT AGCCCTGCCT

4813
TCATACGCTA TTTATTTGCT TGGTACTGTT TCTTTTGTCG ATGCTCACCC




ubiZM1(2)
‏
‎ cry1F 

4863
TGTTGTTTGG TGTTACTTCT GCAGGTCGAC TCTAGAGGAT CCAACAATGG

4913
AGAACAACAT ACAGAATCAG TGCGTCCCCT ACAACTGCCT CAACAATCCT

4963
GAAGTAGAGA TTCTCAACGA AGAGAGGTCG ACTGGCAGAT TGCCGTTAGA

5013
CATCTCCCTG TCCCTTACAC GTTTCCTGTT GTCTGAGTTT GTTCCAGGTG

5063
TGGGAGTTGC GTTTGGCCTC TTCGACCTCA TCTGGGGCTT CATCACTCCA

5113
TCTGATTGGA GCCTCTTTCT TCTCCAGATT GAACAGTTGA TTGAACAAAG

5163
GATTGAGACC TTGGAAAGGA ATCGGGCCAT CACTACCCTT CGTGGCTTAG

5213
CAGACAGCTA TGAGATCTAC ATTGAAGCAC TAAGAGAGTG GGAAGCCAAT

5263
CCTAACAATG CCCAACTGAG AGAAGATGTG CGTATACGCT TTGCTAACAC

5313
AGATGATGCT TTGATCACAG CCATCAACAA CTTCACCCTT ACCAGCTTCG

5363
AGATCCCTCT TCTCTCGGTC TATGTTCAAG CTGCTAACCT GCACTTGTCA

5413
CTACTGCGCG ACGCTGTGTC GTTTGGGCAA GGTTGGGGAC TGGACATAGC

5463
TACTGTCAAC AATCACTACA ACAGACTCAT CAATCTGATT CATCGATACA

5513
CGAAACATTG TTTGGATACC TACAATCAGG GATTGGAGAA CCTGAGAGGT

5563
ACTAACACTC GCCAATGGGC CAGGTTCAAT CAGTTCAGGA GAGACCTTAC

5613
ACTTACTGTG TTAGACATAG TTGCTCTCTT TCCGAACTAC GATGTTCGTA

5663
CCTATCCGAT TCAAACGTCA TCCCAACTTA CAAGGGAGAT CTACACCAGT

5713
TCAGTCATTG AAGACTCTCC AGTTTCTGCG AACATACCCA ATGGTTTCAA

5763
CAGGGCTGAG TTTGGAGTCA GACCACCCCA TCTCATGGAC TTCATGAACT

5813
CTTTGTTTGT GACTGCAGAG ACTGTTAGAT CCCAAACTGT GTGGGGAGGA

5863
CACTTAGTTA GCTCACGCAA CACGGCTGGC AATCGTATCA ACTTTCCTAG

5913
TTACGGGGTC TTCAATCCCG GGGGCGCCAT CTGGATTGCA GATGAAGATC

5963
CACGTCCTTT CTATCGGACC TTGTCAGATC CTGTCTTCGT CCGAGGAGGC

6013
TTTGGCAATC CTCACTATGT ACTCGGTCTT AGGGGAGTGG CCTTTCAACA

6063
AACTGGTACG AATCACACCC GCACATTCAG GAACTCCGGG ACCATTGACT

6113
CTCTAGATGA GATACCACCT CAAGACAACA GCGGCGCACC TTGGAATGAC

6163
TACTCCCATG TGCTGAATCA TGTTACCTTT GTGCGCTGGC CAGGTGAGAT

6213
CTCAGGTTCC GACTCATGGA GAGCACCAAT GTTCTCTTGG ACGCATCGTA

6263
GCGCTACCCC CACAAACACC ATTGATCCAG AGAGAATCAC TCAGATTCCC

6313
TTGGTGAAGG CACACACACT TCAGTCAGGA ACTACAGTTG TAAGAGGGCC

6363
GGGGTTCACG GGAGGAGACA TTCTTCGACG CACTAGTGGA GGACCATTCG

6413
CGTACACCAT TGTCAACATC AATGGGCAAC TTCCCCAAAG GTATCGTGCC

6463
AGGATACGCT ATGCCTCTAC TACCAATCTA AGAATCTACG TTACGGTTGC

6513
AGGTGAACGG ATCTTTGCTG GTCAGTTCAA CAAGACAATG GATACCGGTG

6563
ATCCACTTAC ATTCCAATCT TTCTCCTACG CCACTATCAA CACCGCGTTC

6613
ACCTTTCCAA TGAGCCAGAG CAGTTTCACA GTAGGTGCTG ATACCTTCAG

6663
TTCAGGCAAC GAAGTGTACA TTGACAGGTT TGAGTTGATT CCAGTTACTG



cry1F 
‏
6713
CCACACTCGA GTAAGGATCC GTCGACCTGC AGCCAAGCTT TCGCGAGCTC



‎ ORF25 polyA terminator 

6763
GAGATCCCCG ACATATGCCC CGGTTTCGTT GCGACTAACA TGAGTTCTTG

6813
GACAAATTTG ATTGGACCTG ATGAGATGAT CCAACCCGAG GATATAGCAA

6863
AGCTCGTTCG TGCAGCAATG GAACGGCCAA ACCGTGCTTT TGTCCCCAAG

6913
AATGAGGTGC TATGCATGAA GGAATCTACC CGTTGATGTC CAACAGTCTC

6963
AGGGTTAATG TCTATGTATC TTAAATAATG TTGTCGGTAT TTTGTAATCT

7013
CATATAGATT TTCACTGTGC GACGCAAAAA TATTAAATAA ATATTATTAT

7063
TATCTACGTT TTGATTGAGA TATCATCAAT ATTATAATAA AAATATCCAT

7113
TAAACACGAT TTGATACAAA TGACAGTCAA TAATCTGATT TGAATATTTA

7163
TTAATTGTAA CGAATTACAT AAAGATCGAA TAGAAAATAC TGCACTGCAA

7213
ATGAAAATTA ACACATACTA ATAAATGCGT CAAATATCTT TGCCAAGATC

7263
AAGCGGAGTG AGGGCCTCAT ATCCGGTCTC AGTTACAAGC ACGGTATCCC

7313
CGAAGCGCGC TCCACCAATG CCCTCGACAT AGATGCCGGG CTCGACGCTG

7363
AGGACATTGC CTACCTTGAG CATGGTCTCA GCGCCGGCTT TAAGCTCAAT

7413
CCCATCCCAA TCTGAATATC CTATCCCGCG CCCAGTCCGG TGTAAGAACG


ORF25 polyA terminator 
‏

7463
GGTCTGTCCA TCCACCTCTG TTGGGAATTC CGGTCCGGGT CACCTTTGTC



‎ CaMV 35S promoter 
7513
CACCAAGATG GAACTGCGGC CGCGGACCGA ATTCCCATGG AGTCAAAGAT

7563
TCAAATAGAG GACCTAACAG AACTCGCCGT AAAGACTGGC GAACAGTTCA

7613
TACAGAGTCT CTTACGACTC AATGACAAGA AGAAAATCTT CGTCAACATG

7663
GTGGAGCACG ACACGCTTGT CTACTCCAAA AATATCAAAG ATACAGTCTC

7713
AGAAGACCAA AGGGCAATTG AGACTTTTCA ACAAAGGGTA ATATCCGGAA

7763
ACCTCCTCGG ATTCCATTGC CCAGCTATCT GTCACTTTAT TGTGAAGATA

7813
GTGGAAAAGG AAGGTGGCTC CTACAAATGC CATCATTGCG ATAAAGGAAA

7863
GGCCATCGTT GAAGATGCCT CTGCCGACAG TGGTCCCAAA GATGGACCCC

7913
CACCCACGAG GAGCATCGTG GAAAAAGAAG ACGTTCCAAC CACGTCTTCA

7963
AAGCAAGTGG ATTGATGTGA TATCTCCACT GACGTAAGGG ATGACGCACA

8013
ATCCCACTAT CCTTCGCAAG ACCCTTCCTC TATATAAGGA AGTTCATTTC



CaMV 35S promoter 
‏‎ pat 
8063
ATTTGGAGAG GACAGGGTAC CCGGGGATCC ACCATGTCTC CGGAGAGGAG

8113
ACCAGTTGAG ATTAGGCCAG CTACAGCAGC TGATATGGCC GCGGTTTGTG

8163
ATATCGTTAA CCATTACATT GAGACGTCTA CAGTGAACTT TAGGACAGAG

8213
CCACAAACAC CACAAGAGTG GATTGATGAT CTAGAGAGGT TGCAAGATAG

8263
ATACCCTTGG TTGGTTGCTG AGGTTGAGGG TGTTGTGGCT GGTATTGCTT

8313
ACGCTGGGCC CTGGAAGGCT AGGAACGCTT ACGATTGGAC AGTTGAGAGT

8363
ACTGTTTACG TGTCACATAG GCATCAAAGG TTGGGCCTAG GATCCACATT

8413
GTACACACAT TTGCTTAAGT CTATGGAGGC GCAAGGTTTT AAGTCTGTGG

8463
TTGCTGTTAT AGGCCTTCCA AACGATCCAT CTGTTAGGTT GCATGAGGCT

8513
TTGGGATACA CAGCCCGGGG TACATTGCGC GCAGCTGGAT ACAAGCATGG

8563
TGGATGGCAT GATGTTGGTT TTTGGCAAAG GGATTTTGAG TTGCCAGCTC




pat 
‏

8613
CTCCAAGGCC AGTTAGGCCA GTTACCCAGA TCTGAGTCGA CCTGCAGGCA



‎
CaMV 35S terminator 

8663
TGCCCGCTGA AATCACCAGT CTCTCTCTAC AAATCTATCT CTCTCTATAA

8713
TAATGTGTGA GTAGTTCCCA GATAAGGGAA TTAGGGTTCT TATAGGGTTT

8763
CGCTCATGTG TTGAGCATAT AAGAAACCCT TAGTATGTAT TTGTATTTGT

8813
AAAATACTTC TATCAATAAA ATTTCTAATT CCTAAAACCA AAATCCAGTG



‏
8863
GCGAGCTCGA ATTCGAGCTC GAGCCCGGGT GGATCCTCTA GAGTCGACCT

8913
GCAGAAGCTT CGGTCCGGCG CGCCTCTAGT TGAAGACACG TTCATGTCTT

8963
CATCGTAAGA AGACACTCAG TAGTCTTCGG CCAGAATGGC CTAACTCAAG

9013
GCC  9015                                    

Region 10
Fragment of ORF25 Terminator (complement)


        9016    CTCAC TCCGCTTGAT CTTGGCAAAG ATATTTGACG

 9051
CATTTATTAG TATGTGTTAA TTTTCATTTG CAGTGCAGTA TTTTCTATTC

 9101
GATCTTTATG TAATTCGTTA CAATTAATAA ATATTCAAAT CAGATTATTG

 9151
ACTGTCATTT GTATCAAATC GTGTTTAATG GATATTTTTA TTATAATATT

 9201
GATGATATCT CAATCAAAAC GTAGATAATA ATAATATTTA TTTAATATTT

 9251
TTGCGTCGCA CAGTGAAAAT CTATATGAGA TTACAAAATA CCGACAACAT

 9301
TATTTAAGAA ACATAGACAT TAACCCTGAG ACTGTTGGAC ATCAACGGGT

 9351
AGATTCCTTC ATGCATAGCA CCTCATTCTT GGGGACAAAA GCACGGTTTG

 9401
GCCGTTCCAT TGCTGCACGA ACGAGCTTTG CTATATCCTC GGGTTGGATC

 9451
ATCTCATCAG GTCCAATCAA ATTTGTCCAA GAACTCATGT TAGTCGCAAC

 9501
GAAACCGGGG CATATGTCGG GTATCTCGAG CTCGCGAAAG CTTGGCTGCA

 9551
GGTCGACGGA TCCTT 9565

 Region 11
Fragment of maize chloroplast rps12 rRNA gene (complement)




 9566 CAACA AAAGGGTACC TGTACCCGAA ACCGACACAG

 9601
GTGGGTAGGT AGAGAATACC TAGGGGCGCG AGACAACTCT CTCTAAGGAA

 9651
CTCGGCAAAA TAGCCCCGTA ACTTCGGGAG AAGGGGTGCC CCC 9693









  9694 CG

Region 12
Fragment of maize chloroplast genome









    9696 CTAAC

 9701
AATAAACGAA TACGGTTTAT GTATGGATTC CGGTAAAATA CCGGTACTCG

 9751
ATTTCATAAG AGTCGAATAG GAAGTTAAGA TGAGGGTGGT ATCATCATAA

 9801
AAATGGAGTA GTATCCTAAA TTATACTAAT CCACGTATGA TATGTATGCC

 9851
TTTCCTTATC AACCGGAAGT AGTGCAAAAA AAATTCTATA CTGCACTGCT

 9901
CTCTTTTTAC TGAGAAATGC AAAAAAATAA AAGTGAAGTA AGGGTGCCCC

 9951
ATAGATATTT GATCTTGCCT CCTGTCCCCC CCCCCCTTTT TTCATCAAAA

 10001
ATTTCCATGA AAAAAGAAAA GATGAATTTG TCCATTCATT GAACCCTAGT

 10051
TCGGGACTGA CGGGGCTCGA ACCCGCAGCT TCCGCCT 10087

Region 13 
Fragment of pat gene (complement)







     10088  GTT CCTAGCCTTC

 10101
CAGGGCCCAG CGTAAGCAAT ACCAGCCACA GCACCCTCAA CCTCAGCAAC

 10151
CAACCAAGGG TATCTATCTT GCAACCTCTC TAGATCATCA ATCCACTCTT

 10201
GTGGTGTTTG TGGCTCTGTC CTAAAGTTCA CTGTAGACGT CTCAATGTAA

 10251
TGGTTAACGA TATCACAAAC CGCGG 10275





     10276 AA 10277

Region 14
Fragment of maize chloroplast ORF241 (complement)





 10278 CAC AAGAACGAAA GCACCTTTTC

 10301
ATTCTTTCAT ATACTAGGGG TTTTTACTTG GAAAAGACAA TGTTCCATAC

 10351
TAAAGGAT 10358

Region 15 
Maize genomic (complement)

  10359 AG CTGCAGAAGC CGCCACCGTC TTGAGGACCT TCCGGGGAGC

 10401
CAGACCGGTC GAACCGTGCC TCCACTTGCT AAGGAGAAAG GGAAAATCAG

 10451
GGCCAGGACA TACGAAGGAG GAGCCAGAAC GAAGATATCC TAAGATACTT

 10501
ACTCGCTCCG GGCCATGATC AATCATGCCT GTGGGGAGGT CTCTCGCACC

 10551
TCGATCCATG AAGGTACCAC CGAGGTCTGC CCCGCCGCCG GCTTCGGTAC

  10601
CGTCCTCGCC TTgggcgccc gaggcacccG GGGGATGGAC TGCCCAGGCG

 10651
CAGCCACGAC GACCCAAGGA TCACCCTCCT GCGCAGTCGG CACGAGCAAT

 10701
AGTTCTCGGG GAACAGGCAG CTTGGCCTGA CTCCCCGGGG TCACCTCAAC

 10751
TACCTCGGCC GAGGGGTCAA GTACCCCCTC AGTCCGCCCC CGCTCTTCGG

 10801
ACCGGGACCC CGACGTCCCG GCCCCGGATA CCGACGGCAC CAGCCCGCTC

 10851
GGGGGCTGGC TTGACGACCC CTGGCCCAGC CTCAGATCTG GGCTGAGGCC

 10901
GAGGCAGGCG GCCATGTCGT CGTCTTCATC ATCGTCTTCA TCATCGTCGT

 10951
CGTCATCAGG CGTCTCCGGC GACGGCTCCC TTGGGAGCCC CTCCCTCTCC

 11001
TGCCGACGAC GAAGCCTTTC CAAGGCATCC CGAGCCCACG TCCGCTCGTG

 11051
GGCCCGAGCC TTCTTTGCGT CCTTCTTCTC CTTCCTCTTC TCCGCGGTGA

 11101
CCCTCCGCGC AGCTCGGTCC ACCGCATCCT CCGGGACTGG TGGCAGGGAA

 11151
GGCTTGTGAT GCCCTACCTC CTGGAGACAG ACGAAAAGTC TCAGCTATGA

 11201
GAACCGAGGG CAATCTGACG CAAGAAGGAA GAAGGAGCGG ATACTCACCA

 11251
GAGACACGCA CCCGCGATCG GGACGCATTA AGGGCTGGGA AAAAGTGCCG

 11301
GCCTCTAATT TCGCTACCGT GCCGTCCACC CACCTGTGGA GGTCATCGAT

 11351
GGGAAGGGGA A  11361


