Figure 20:  Diagram of the 1507 maize insert
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The diagram of the 1507 maize insert is divided into three separate major sections as referred to in the text; the 5’ region that includes the border with maize genomic DNA and other DNA segments as described in Table 18, the full-length insert of PHI8999A fragment in the center of the diagram, and the 3’ region that includes the inverted ORF25 terminator and additional sequence as described in the Table 18.  Arrows beneath the diagram of the insert indicate the two novel open reading frames, ORF3 and ORF4, and other maize endogenous open reading frames identified.  Numbers next to DNA segment names refer to the region numbers as described in Table 18. 










