Detailed 5’ border sequence of 1507 maize insert.  The ORF3 sequence extends from base 1896 to base 2648, the putative start and stop codons have been highlighted in bold.  For a description of each region refer to Table  18.
Region 1
Maize genomic (no significant homology)

    1
ACTAGTTTCC TAGCCCGCGT CGTGCCCCTA CCCCACCGAC GTTTATGGAA

   51
GGTGCCATTC CACGGTTCTT CGTGGCCGCC CCTAAGGATG TAAATGGTCG

  101
GTAAAATCCG GTAAATTTCC GGTACCGTTT ACCAGATTTT TCCAGCCGTT

  151
TTCGGATTTA TCGGGATATA CAGAAAACGA GACGGAAACG GAATAGGTTT

  201
TTTTTCGAAA ACGGTACGGT AAACGGTGAG ACAAACTTAC CGTCCGTTTT

  251
CGTATTTCTC GGGAAACTCT GGTATATTCC CGTATTTGTC CCGTATTTTC

  301
CCGACCCACG GACCTGCCAA TCAACCATCA GCCAGTCAGC CCATCCCCAC

  351
AGCTATGGCC CATGGGGCCA TGTTGGCCAC ATGCCCACGC AACGCAAGGC

  401
AGTAAGGCTG GCAGCCTGGC ACGCATTGAC GCATGTGGAC ACACACAGCC

  451
GCCGCCTGTT CGTGTTTCTG TGCCGTTGTG CGAGACTGTG ACTGCGAGTG

  501
GCGGAGTCGG CGAACGGCGA GGCGTCTCCG GAGTCTGGAC TGCGGCTGTG

  551
GACAGCGACG CTGTGACGGC GACTCGGCGA AGCCCCAAGC TACCAAGCCC

  601
CCAAGTCCCC ATCCATCTCT GCTTCTCTGG TCATCTCCTT CCCCTGGTCG

  651
ATCTGCAGGC GCCAGACCG  669

Region 2
Undescribed maize genomic sequence (complement)





670 G CCGAAGCATC ACGAAACGCA CTAAGACCTC
  701
GAAGGAGTCA AACCACTCCT CCGAGGCCTC GGGGGCTACA CCCGGCGGGT

  751
GCGCTCGCGC GCACCCACCG GAACAAAATG TAACCGAGAA AGGTCGGTCC

  801
CCTTGCAAAA AAAGTGCGAC AAAAGCCTCC AAGCGAGTAT TAACACTCAC

  851
TTTGAGGCTC GGGGGCTAC  869

Region 3
Fragment of maize Huck-1 retrotransposon





870 T GTCGGGGACC ATAATTAGGG GTACCCCCAA
  901
GACTCCTAAT CTCAGCTGGT AACCCCCATC AGCACAAAGC TGCAAAGGCC

  951
TGATGGGTGC GATTAAGTCA AGGCTCGGTC CACTCAAGGG ACACGATCTC

 1001
GCCTCGCCCG AGCCCAGCCT CGGGCAAGGG CGGCCGACCC CGAGGATTCA

 1051
CGTCTCGCCC GAGGGCCCCC TCAAGCGACG GGCACACCTT CGGCTCGCCC

 1101
GAGGCCCATT CTTCGCCGAG AAGCAACCTT GGCCAGATCG CCACACCGAC

 1151
CGACCGTATC GCAGGAGCAT TTAATGCGAG GATCGCCTGA CACCTTATCC

 1201
TGACGCGCGC TCTTCAGTCG ACAGAGCCGA AGTGACCGCA ATCACTTCGC

 1251
CGCTCCACTG ACCGACCTGA CAAGAAGACA GCGCCGCCTG CGTCGCTCCG

 1301
ACTGCTGTGC CACTCGACAG AGTGAGGCTG ACAGCAGCCA AGTCCGGCCT

 1351
CGGGCGCCAT AGGAAGCTCC GCCTCGCCCG ACCCTAGGGC TCGGACTCGG

 1401
CCTCGGCTCC GGAAGACGAC GAACTACGCT TCGCCCGACC CCAGGGCTTG

 1451
GACTCAGCCT CGGCTCCGGA AGACGACGAA TTCCGCCTCG CCCGACCCCA

 1501
GGGCTCGGAC TCGGCCTCGG CTCCAGAAGA CGACGAACTC CGCCTCGCCC

 1551
GACCCCAGGG CTCGGACTCA GCCTCGGCTC CGGAAGACGA CGAACTCCGC

 1601
CTCGCCCGAC CCCAGGGCTC GGACTCAGCC TCGGCCTCAG ACGATGGTCT

 1651
CCGCCTCGCC CGACCCGGGG CTCGGACTCG A 1681

Region 4
Fragment of cry1F gene







 1682 CCTTTCTAT CGGACCTTGT
 1701
CAGATCCTGT CTTCGTCCGA GGAGGCTTTG GCAATCCTCA CTATGTACTC

 1751
GGTCTTAGGG GAGTGGCCTT TCAACAAACT GGTACGAATC ACACCCGCAC

 1801
ATTCAGGAAC TCCGGGACCA TTGACTCTCT AGATGAGATA CCACCTCAAG

 1851
ACAACAGCGG CGCACCTTGG AATGACTACT CCCATGTGCT GAATCATGTT

 1901
ACCTTTGTGC GCTGGCCAGG TGAGATCTCA GGTTCCGACT CATGGAGAGC

 1951
ACCAATGTTC TCTTGGACGC ATCGTAGCGC TACCCCCACA AACACCATTG

 2001
ATCCAGAGAG AATCAC 2016

Region 5
Fragment of maize chloroplast rpoC2 gene




  2017 TCAT TCTTCAAGAA CTGCATATCT TGCCGAGATC

 2051
CTCATCCCTA AAGGTACTTG ACAATAGTAT TATTGGAGTC GATACACAAC

 2101
TCACAAAAAA TACAAGAAGT CGACTAGGTG GATTGGTCCG AGTGAAGAGA

 2151
AAAAAAAGCC ATACAGAACT CAAAATCTTT TCCGGAGATA TTCATTTTCC

 2201
TGAAGAGGCG GATAAGATAT TAGGTGGCAG TTTGATACCA CCAGAAAGAG

 2251
AAAAAAAAGA TTCTAAGGAA TCAAAAAAAA GGAAAAATTG GGTTTATGTT

 2301
CAACGGAAAA AATTTCTCAA AAGCAAGGAA AAGTATT 2337

Region 6
Fragment of maize chloroplast or ubiZM1(2) promoter 








 2338 GTG GCTATTTATC

 2351
TATC

       2355 CGT

Region 7a
Fragment of pat gene


  2358 GCA GCTGATATGG CCGCGGTTTG TGATATCGTT AACCATTACA

 2401
TTGAGACGTC TACAGTGAAC TTTAGGACAG AGCCACAAAC ACCACAAGAG

 2451
TGGATTGATG ATCTAGAGAG GTTGCAAGAT AGATACCCTT GGTTGGTTGC

2501 TGAGGTTGAG GGTGTTGTGG CTGGTATTGC TTACGCTGGG CCCTGGAAGG

2551 CTAGGAAC 2558

Region 7b
Fragment of pat gene (complement)

           2559 CC TCAACCTCAG CAACCAACCA ATGGTATCTA TCTTGCAACC

 2601
TCTCTAGATC ATCAATCCAC TCTTGTGGTG TTTGTGGCTC TGTCCTAAAG

 2651
TTCACTGTAG ACGTCTCAAT GTAATGGTTA ACGATATCAC AAACCG 2696

Region 7c 
Fragment of cry1F gene (complement)









     2697 AGAG

 2701
AAGAGGGATC T 2711

Region 8 
Fragment of Polylinker


   2712 CGAAGCTTC GGCCGGGGCC CATCGATATC CGCGGGCATG

 2751
CCTGCAGTGC AGCGTGACCC GGTCGTGCCC CTCTCTAGAG ATAATGAGCA

 2801
TTGCATGTCT AAGTTATAAA AAATTACCA 2829

Region 9 
Start of full-length insert of PHI8999A





    2830 C AACTGGAAGA GCGGTTACCC

 2851
GGACCGAAGC TTCGGCCGGG GCCCATCGAT ATCCGCGGGC ATGCCTGCAG

 2901
TGCAGCGTGA CCCGGTCGTG CCCCTCTCTA GAGATAATGA GCATTGCATG

 2951
TCTAAGTTAT AAAAAATTAC CACATATTTT TTTTGTCACA CTTGTTTGAA

 3001
GTGCAGTTTA TCTATCTTTA TACATATATT TAAACTTTAC TCTACGAATA

 3051
ATATAATCTA TAGTACTACA ATAATATCAG TGTTTTAGAG AATCATATAA

 3101
ATGAACAGTT AGACATGGTC TAAAGGACAA TTGAGTATTT TGACAACAGG

 3151
ACTCTACAGT TTTATCTTTT TAGTGTGCAT GTGTTCTCCT TTTTTTTTGC

 3201
  AAATAGCTTC ACCTATATAA TACTTCATCC ATT 3233

